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MORIHARA Nagisa : Introduction to next-generation sequencing data analysis services

Natural Science Center for Basic Research and Development (N-BARD) at Hiroshima University provides library preparation and data

analysis services for next-generation sequencing as a shared facility. This report presents the current status of our data analysis services.

1. HY—EXI[ZDW\T

TR R0 B REH AR SE SR B & o & — Bt
H - W (ER) T, AR & LTkttt —4 o
—HDOZ7 A4 77 VER LRI — 7 v —F — Z fig
B —E 2 &R LTS, & 14T DOHYSE TIT
S TWD T DERAENIIRERTEN, AT T — 2K
HEARAT Y — 2 DBRICOWTHRET 5, SR —
EARNRIISE O T = 7Y A b IEETHEZM) (I
REE LTV, BHRIRY U VBN TR AR Ta Y
=7 MEIZRELTEY  FHNHEIT 15,000 H, P44
1£37,500 [ & 72 > TW D TN ITIRE L TR 61,
T L OFNT N FATRIRED Z e LT L CIRiEE =2 5
B boTHY, V—ILOEEIZHHNT 5, M
DOWNWTIE 3 #EHE~E LTV AR, BEICRBROH DT
TV Ir—a VEOSAIT I ABREL D LD
Do

2. HEY—ILEEBEY—ILOLE

P— B RBHLAED 2013 424 9]0 & I ZE EfFHT - RNA-
seq* /NA T = A FEHTIZH W T h—Z )L 5 FEOAE Y
—NEMH L TCE R, R — 5 % —DRY f#
WrERUGRTH 2 iR FETEKESE - YilHHE (F5h)
O [FEBUFHT ) RIS ) LiRHT) OFiZ 232, Linux
IR FLRAT K O'RNA-seq DFFTEREE A H AT 5 Z & T,
ETOREY =T A 28K % 2023 £ 1 AT
Tl ZHUCL ke ey =7 NeT7 ) —Y
— )V CHENT L, HES 2 M EN B > T2 % ORGSR
G5,

(1) ZEEfFH

thE =Sy " ¥y T Fx—74 77 VADT o
Lotus kit) 725 1 ¥ 7L A T germline (ZEFEAIAD)
BRI 2T -T2 BEY —IVDNRTA—F—TT 7
v MEZMBH L, BEY — L (BWA-GATK) (X EEEC

Motz FERELTHEY—NLVTIHEIATIA A b
& B D H)SFT & FitH S 41, Unexpected Pairs % 7~
FTU—FBREVEL Abniz, mEERKIIAEY —
)b 1294 {E, BWA-GATK : 116 fH CH o7, SAT T4
AvhEBbnsERICMZ, FMHZOFLET
germline & BT T3 H D L BIEE 10%L2L EIZF%
ELZ & THEY — VO TIIERENELL 72> T
W5 Y, BWA-GATK @ & 412 % & T quality>30,
frequency>30 T7 4 L& —3 5 & 120 il £ THY . It
AR 108 il & 72 0 FERAITFE B LTz,

(2) RNA-seq

~ U AfififfifE RNA-seq 6 ¥+ 7 /(2> hr—/L n=3,
2 —77y k n=3) Tt & T, FEY —1LD/R7
A =S = IFAEORESE L 72137 7 4V S 2 LIES
{ELIZTPM ZfEH U7, S48 — LI IEEE 216V STAR,
RSEM, R ® DESeq2 /N v 77—V (FE L Wald-test) & {#
M UTe, B S 7 B BABNES UL 1.o@ v T,
VW3t FoldChange DREIEIX 2 & LTV D238, AfiIER£
p-value OEIEITHEY —/L Tl 0.05 ITEREL TS
—J5C, STAR-RSEM TCIIFEIAEIE (s 1232 < Wt
ENDEADH D72 0.01 ZiEH L T\ 5,

SR
aEY -1 e
Test p(Cor) cut-off = 0.05 aEY -2
FCautoff = 20 \DFDRNI\‘G(NI‘\IO-OS

1081 entities 1011 entities

STAR-RSEM

Entity List 3 : R_FC2pFDR0.01
1179 entties

M. /HY—ILOREREFHEEFHSNVH

2024 82



1 ORBLEEET Y A NEfH L. Metascape
(https://metascape.org/)\Z & > THEREMAT 21T > 72, 4 Y
A NTEDRZSTODN, FIESE, YA FhA
AR, MARTEEZR & LR CHEREDN A B A & Fr
OfER L 72 o 72(1X 2),

(a)

G0:0001817: regulation of cytokine production
G0:0006954: inflammatory response

G0:0045785: positive regulation of cell adhesion
G0:0001775: cell activation

G0:0002683: negative regulation of immune system process
GO:0035456: response to interferon-beta

GO:0006935: chemotaxis

GO:0034341: response to interferon-gamma
G0:0030335: positive regulation of cell migration
R-MMU-109582: Hemostasis

G0:0007159: leukocyte cell-cell adhesion
R-MMU-6798695: Neutrophil degranulation

WP3632: Lung fibrosis

G0:0043410: positive regulation of MAPK cascade
G0:0050777: negative regulation of immune response
mmu05140: Leishmaniasis - Mus musculus (house mouse)
G0:0043269: regulation of ion transport

G0:0003013: circulatory system process

G0:0009611: response to wounding

R-MMU-1280215: Cytokine Signaling in Immune system
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(b)

G0:0006954: inflammatory response

G0:0001775: cell activation

R-MMU-6798695: Neutrophil degranulation

G0:0032103: positive regulation of response to external stimulus
G0:0001817: regulation of cytokine production

G0:0045785: positive regulation of cell adhesion
G0:0030335: positive regulation of cell migration
G0:0035456: response to interferon-beta

G0:0002683: negative regulation of immune system process
G0:0034341: response to interferon-gamma

G0:1903530: regulation of secretion by cell

G0:0019221: cytokine-mediated signaling pathway
G0:0007159: leukocyte cell-cell adhesion

G0:0002697: regulation of immune effector process
RMMU-109582: Hemostasis

G0:0008285: negative regulation of cell population proliferatio
G0:0043410: posi tive regumon T of MAPK cascade

WP3632: Lung fibrosis

G0:0043300: regulation of leukocyte degranulation
WP3625: Tyrobp causal network in microglia
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G0:0030335: positive regulation of cell migration
G0:0001817: regulation of cytokine production
G0:0045785: positive regulation of cell adhesion
G0:0034341: response to interferon-gamma
G0:0035456: response to interferon-beta
G0:0007159: leukocyte cell-cell adhesion
G0:1903530: regulation of secretion by cell
GO:0043408: regulation of MAPK cascade
G0:0008285: negative regulation of cell population proliferation
G0:0002685: regulation of leukocyte migration
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